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PRODUCT INTRODUCTION

B RNA EES £ RNATBIE XS, 04 S41 RNA T (15 A JE455
RNATIR MURRNAEI A,

Hopil W RARNIRT R DS RNAFEIMRNA, 2B RANNRTRNZERHE
BIFRE A RNA B2, S mRNA F13E4RES RNA (ncRNA), fTmiRNA. IncRNA. circRNA
%F, XERNARERIIEMAFHNEENR. RIEMAFTER, AR HXEREERE Pz —#
ITRNR, LRI LIEE ZFRNA E R R ITEE O, AAEBREYF EENHRIBENE,

MncRNA MARITAENE —ERERIBEARNRIAR, MRIEZILE mRNA,
[NCRNA, circRNAZ Z 4458 miRNA FIIEIEWLE (ceRNA #lH) EREM I ncRNAR RiBIZH
R ER. L, RREEIZR. RRAREREMARE. AIATEMEMRRAEERA
ncRNATEEZ. shiEYIEM R A A L%,

Itoh, E— B SFRNAFEEMT, M AR EERSHNHEBITZ —, WERiHE.
MENRE. EYNEERES T A AREERFR, TiCEEMMRIE R GHIN ARELEH
BEEARBIBHRME,

BRINEMKBEITFARRARRESHAENERIBERARBEBRLE, BAZ
T, MBERFE, SIPRAALRNSKFERBAEMRIEXEBE2000R%.
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| BB 52

5 % m gy B3

mEgit =3 RNA #2EY SEEFEE EMiNrE BRI HRIRE

| H#ARNAGELUKRZ XTI RRERE

o /B /RS 100mg 30-100pug
AR 100mg 100-200pg
Rk | & [ RERA 100mg 2-10ug

FERRE 100mg 30-150pg
)i 100mg 20-150pg
mE 15-20mg lpg

M 200-300mg 5-10ug

B/ZE /B /fF 500mg 2-10pug

Lo 50mg 2-10ug
Hfu% | RAHR 1x10°cells 1-2ug
PII=ESid] RNA#ZE | RNARIE | RNA REEREMERIEE

g s

HRAE | BWNEERFA (polyA E£) lpg 500ng RAiFrERR
m°A-seq 152 (polyA E£) 50ug 30ug T avrpEeR
m°A-seq Z0¥ / 4B / IEFRA¥AE (polyA E4)  50ug 15ug o iFrE R
m°A-seq &% / ZBEA / IGFREEZS INcRNA fR 20ug 10pg VPR RERR
m°A-seq EN% [ 4BRE / G FRAE DS T B AR 5ug lug PR R
miRNA SIEE (EFIHL4) lug 500ng T RIS ER
miRNAIE (&R BEE ) 200ng 10ng A aiFE 18s 1 285 K&
[ncRNA/circRNA iIE (rRNA Z58) 1ug 500ng FOUFER AR
circRNATIF (RNase R £ 1£E§ 4bIE) 5ug 2ug TRV ER

BERRANT (REEEyiEs) 20ug 20ug TRVFFEER, RIFER
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SHEFRTHER
=5 EEEMFESH REEMFESH

R 3 2
FERARR R s AR 5-6 4
IR RLALER 10 6
4R _EER 5-6 3
B BRAA B R S i AR 30 20
TEYIELR 5 3
1 IE E4A

RNARISEH8/52-3 , St ES HEdiEl.
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RNALLARIFREREZE:

@ AR E—RIEEITEET AN (0.5cm3,20-50mg), RIFRIFT AL FFI5-10
12, RIF AR5 B FRIEHED,

@ AL RRNRNAA L RIPRS, FEIZENS &, BACIRIELIRG, BiE3-20°C
-80°C (KEEERESE) , F1ERN AR LRI RIS 53 2IDHE 2,

@ HAEFABIERNABRRIFESP, BBEER (25°C) MRELA, E4CTRELITAR
f£-20°CH0-80°C FKHAEM,

s/ IaFRA LA R E:

() BNEnEsLR 40, LRLAOEFIEN, KREE<0.5cm, ZEZ 2N, FrA LR AT
SEZTTHRBIAN;

@ EKBIEARRIHEL KR, NRZIRFFTHLOWEMEERIIMET U RIEEHSD,
NS RETALFAEMNEFHL LR, R ZIRA;

(3 MIEA2-6°CF/S RNase-Free7KECHIEY 1 X PBS B, & I8 £k 7k & 6 4R 2R R AV [ iA0 55
75, B T 4R R TR AR ;

@Plan A: EBIFBALRREBRANTLL T E S 1F4 S BY RNase-Free FIH IR ORY
fif-192°CEBIRFFE R, MRS T REE K 1/ EHE1FET-80°CKEARTE, TERNAREYA]
B e B RR.

Plan B: &7 5FE FIN0.5-1.5mLAS FIRNALB LA RIFR , A B BFAIE LB
HEER,RITELSEENT S . EACTHRED®RGE, £-20°CaE-80°CK AR 1F.
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LI ES PG
THER AR ShEE
OMIBFHAEER HISEE £ K400, M S TURERBEE KRS RIFFERE;

@O S EFESERVLEKECHIBILXPBS/E, FRIminERER, ARFE
PBS,EE—X;

QMANEBRBREREVITERS MR (LU TriZzol 79,10-15cm ByKM, SXR5&LFHM
1-2mL, W3TRA , RS ARE AT BHRIARAST , FiohitEdf. MNE&ET T4EFE1% A8
RRHER D, BRMBERR, BRMNEEINN100uL AR FERN, BEIRET T
b, EBERE);

@EBEM-192°CRENBYIEEER,-80°CKEKIRE, FkiEkH,

BT HRRAY IR

OERERKRESRFNARSER;

@200-1000g§5:b5— 10min, BRIMARTLERERE,

@IMANIEE RNase-FreeKEZHIBY1 X PBSfE, Ok FEMITE2MTTE, AGH
ZOOgEIB\Smin,ﬁF’BS,EE—Jﬁ"\;

@IMNEETriZo| BRREWI T ER MR (ZEIRER L EAINGEE M E A
L) ;

GEBEM-192°CEENBYOFEER,-80°CKERE, T/KiEH,

HEMBRRFRRE:

OEERUHTES, 2. £ KEERAVALRERM, EWAR B EIREPR SRR ERBI=Y)
b, EEYBE SR, IS8R ERBFY ™~ EHRES , MAERSE=Y SR IIRNA
iR, UESHNTEAH], XA MEERTE, 4410, HETEAFE—REH,

@ (B AL RIEBTNL B RNase-Free KECSHIBY 1 X PBS S B & I/KEFAR
REBEH, RFREORE. BETIETIRGENA)N (EIFRHER, KERIF T EET

2Cm) o

@A EFHARTRBANTULF B G 1745 S B RNase-Free B - 192°CECE BYRSUR
FER, AIRCH A MBI ER B RIT , RARE> 1Y, %1% E]-80°CIKHARTE, TERNAE
BnlgR Rk kR, FAFEFS, EEBEE10MInKBRAFKEE, REUESIER
KEERE. FRIEREFSREN-80°CIRTF, tEAHEEEFIRNasehRES RIF A AR,
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ISR
ORI R O E A M & NS RME S L m;
QL TREMERSDRE, LB L nEF4CRASPELKRE;

(31800g 10minBLD BB R LEMBHFA (2MFELhAHTIES B, KIEMLEE
IRFGEANER EREMED BIBEHITERE) ;

@R MEEBELSMLBLER,13000gE02min;

EF LEHBEMBEE 200uL-1.5mL it -192°CELRENAFE R, MREARER
BABWEROERNE, TR RE R, SH2%/ \FREIRLE1I00uL (0.1mL) £
B, RARKLhF-80°CHRTE, TKEH.

MRIFASRE:
DERIY AR BEDTAR & i 2 Mg ;
QL TREMERSORE, L2 NE F4CRKRTELRE;

(31200g 10minBOSEFE ERMKXEFR (2MFELhAHTIR DB, KIEFUEE
RIFRIAREFF RRE MRS BSBHITIRIE) ;

@R MRFEHELSMLELEH, 13000 g&i02min;

GO EEH#BEMIETE 200uL-1.5mL it -192°CRIERBXOAFE R, NREERGER

BABWEROEM/NE, TEREFRMIE, SHOE/NFREFIRLEI00uL(0.1mL) £
B, RARKLhF-80°CHRE, THEH.
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whole transcriptome resequencing

"YW HERABHERERS TARFARPFRENERSTY, €8 mRNA fHE4RE
RNA(NCRNA) . 3ERAFHI ncRNA HRZERE AT IFIEINEER small RNA(BL miRNA
AXE) ,IncRNA F circRNA £, X/13EncRNA BIIEEITREF mRNA B%, H,
Competing endogenous RNA(ceRNA) tBIRRM T H455 RNA, REAIFARASIRER
—FEELAIERNA, ceRNA 2 580E1EM L il ceRNA network,

R IANFEI X ERERE T2 BHERYHITHZF, E2 ncRNAs FImRNA,
BENF BRI G, TRNRFBENERIFENE, £RNA EEASHIERERNE
MEE o

EMERF AT

Total RNA

i 1
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miRNA Fikif g mRNA A5 &8 circRNA Fgikig#iE IncRNA Fiki&#ig

L

1 1 1 1

IncRNA Bk FRik K E o
iRNA 4152834 T ircRNA & Gtk T
mIRNA SKRIA K47 Ty R INCRNA % BR& kP51
RN S8 5K E 5345 MRNA 2 Rk k5T clrCRNA S SAA T IncRNAT mRNA S 151E He 8
5 . RIL T - - ' 2
miRNA R B SMF circRNA-miRNA E{EFL& 5 InCRNA $12E E 4345

[ FET RS ] [ceRNA network B 4347 ]

ncRNA-mANA mRNA-miRNA-IncRNA

mRNA-miRNA-circRNA
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Transcriptome sequencing

BRAN X HEREARER RS THAERR™Y, ©EmRNA FIIE4RERNA
(ncRNA) . ¥ RAMFEEB MEARKFRAER I URERSH, BRREEMFIRLU
MEREEIEFNS FHIE, BRI/ ZRATEMMR. mRIZEHZMHR. 208N
BMES MR,

BRANFFEYAERIEERDRIENEERNA (MRNA) #ITFEFINE RS, A3k
BEREER, RMNEEHERE, REAZYMESEESETERALRIRER, ¥
RANFRIUD HESRRANFNESERANFRNEE,

EMERFRITIE:

R EE

Raw data

Clean data

Al R R B

Assembly
SEFFIY B et RAR L
SSR analysis L] Genes/Transcripts B8  SNP analysis
EBAFREKREST LW RNA-seq BiERE T
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1 Gene/Transcript o Gene/Transcript
expression analysis CD5 prediction Al function annotation
ERFEERERRE HEERREST
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Differential expression GO and KEGG analysis

EFRETN

GO enrichment d KEGG enrichment
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SNP# InDel 547
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Pathway maps






